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ABSTRACT: E-waste has raised concerns globally because of the variety of toxic and valuable components present in
it. E-waste is treated as an ‘artificial ore’ and under the concept of ‘urban mining’; it is seen as a source of income for
recyclers due to the presence of precious metals like Au, Ag and Pt etc. Recyclers often use hazards associated
pyrometallurgical and hydrometallurgical methods for recovery of metals. Bioleaching of metals with specific
microorganisms is seen as an environmental friendly technology to recover valuable metals from e-waste. Keeping all these
factors in mind the study was designed in search of a novel organism or consortium from soil obtained from the abandoned
gold mine for recovery of precious metals from e-waste employing bioleaching. Chemical leaching with aqua regia was
also performed for comparative efficacy. E-waste (discarded printed circuit boards of computer) of particle size less than
100 pm was obtained from an e-waste recycling industry of Haryana. It was observed that the percentage of Au, Ag and Cu
in e-waste was 0.07%, 0.41% and 13.88%, respectively. Eight different bacterial species were selected based on their
morphology and subjected for two-step bioleaching process. Bacterial isolate G6 exhibited maximum Cu (81.6%) leaching
from the e-waste followed by isolate G4 (76.22%) and G8 (74.6%). Maximum Au leaching was observed in case of isolate
G1 (55.2%) followed by G2 (46.82%) and G3 (45.26%), respectively at 1% e- scrap concentration. To confirm the identity
of bacterial isolates molecular identification by using 16srDNA analysis is in process. © 2014 iGlobal Research and

Publishing Foundation. All rights reserved.
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